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Studies on the mechanisms of heat stress-inducing fat accumulation
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The aim of this study was to determine the effects of chronic heat stress

(HS) on fat accumulation in the liver and adipose tissue of broiler chickens. The results obtained
from this study are as follows.
Heat stress was involved in changes in whole-body energy substrate utilization in broiler chickens,
as well as in the synthesis and accumulation of fat in the liver and adipose tissue. In particular,
increased activity of lipoprotein lipase (LPL) was observed in a heat stress-specific manner,
suggesting that LPL actively incorporates lipids into adipose tissue in the HS. In addition,
increased expression of corticosterone (CORT), which has been considered to be a major factor in fat
accumulation under heat, was not upregulated in the present study, suggesting that factors other
than CORT may be involved in the promoting of fat accumulation under heat stress condition.
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