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SNP analysis from very few cells derived from embryos to develop ultra-early
genomic evaluation in cattle
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A progeny test method is currently used to accelerate the breeding of
cattle. However, this method requires a large number of progeny cattle and enormous costs, moreover
requires at least period of 5 years until the end of the test. In this study, in order to develop a
genomic evaluation method using embryos aiming at more acceleration breeding improvement, we
attempted to develop an SNP analysis method using very few cells from in vitro fertilized embryos.
It was clarified the appropriate cell collection stage and cell number for SNP analysis, and
succeeded in determining the bovine SNP type by amplifying DNA in those collected extremely small
number of cells without cell proliferation culture. However, it is still necessary to reveal the
relationship between the quality of collected cells and DNA quality and the stability of DNA
concentration. It is still remained elucidate the cell quality and the stability of DNA
concentration that can be analyzed by SNP.
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