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Investigation of molecules involved in pathogenic mechanism and innate immune
evasion of Streptococcus suis
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Streptococcus suis is known to cause zoonotic diseases, such as meningitis
and bacteremia. However, the specific virulence factors have remained unclear. This study revealed
that virulent strains of Streptococcus suis harbored a gene cluster consisting of genes encoding
hyaluronidase and heparinase that degrade host glycosaminoglycans, a phosphotransferase system for
importing these degraded products into bacterial cells, and enzymes of the Entner-Doudoroff pathway
for metabolizing these products. This gene cluster was also found in Streptococcus ruminantium,
which is a close relative of S. suis, Streptococcus pneumoniae, and Group G streptococci, suggesting

that the gene cluster associates with the pathogenicity of Streptococcus suis and other

streptococci.
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