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The molecular mechanism of interaction between pathogens contributing to the
exacerbation of bovine respiratory disease complex
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The presence of interaction between the respiratory syncytial virus (BRSV)
and bacteria was examined by the efficiency of bacterial cell adhesion with or without BRSV
infection. The results revealed that BRSV infection enhances the adhesion of multiple bacterial
species to cells. Furthermore, it was observed that one viral protein contributes to the enhanced
adhesion in certain bacteria, which can be inhibited by the antibody against the protein. The
enhancement of bacterial adhesion was not limited to specific BRSV genotypes, bacterial strains, and

cell types. These findings suggest that BRSV infection may exacerbate respiratory infections in
cattle caused by bacteria.
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