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In this study, our purpose was to establish hamster infection models with
Schmallenberg virus (SBV) and Akabane virus (AKAV) which cause abnormal delivery in livestock.

We examined the characters of three fluorescent SBVs in vitro, which were produced in this study,
and GFP/38-SBV was resulted in the superior candidate for visualization of SBV infection. Pregnant
hamsters were infected subcutaneously with fluorescent AKAV previously produced. Infection on
embryonic days (E) 9.5 caused the highest mortality of offspring (80%), and intense fluorescence was

detected in placentas and fetuses. Therefore, it was suggested that the fluorescent AKAV can be a
valuable tool for visualization of AKAV vertical transmission. Next, pregnant hamsters were infected

intravenously with a recombinant wild-type SBV. Infection on embryonic days E9.5 caused 43%
mortality of offspring, and hence, hamster could be useful as an infection model for SBV.
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