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Clarification of molecular mechanisms underlying viral interference in BLV
infection
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Bovine leukemia virus (BLV% infects bovine B cells and causes malignant
Iymphoma, resulting in severe economic losses in the livestock industry. BLV is hypothesized to have
unknown viral interference mechanisms because only one BLV genotype is detected in one BLV infected
cattle. In this study, we hypothesized that viral microRNA (miRNA) or antisense RNA is responsible
for the interference and examined the hypothesis in vitro. As the result, neither miRNA nor
antisense RNA affected BLV replication. Further studies are required to clarify mechanisms
underlying viral interference in BLV infection.
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