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Transcriptional corepressor-mediated regulation of pluripotency in stem cells
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We identified a transcriptional co-repressor that is important for
maintaining undifferentiated state of human pluripotent stem cells by genetic screening, and
investigated the molecular mechanism of its function through chromatin binding analysis and
comprehensive gene expression analysis of the knockout of the co-repressor. Our data revealed that
the co-repressor forms a complex with PRDM14, a known transcriptional regulator required for the
maintenance of undifferentiated state of human pluripotent stem cells, and that they cooperate in
the regulation of gene expression.
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