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Observation of transcription activity during the process of heat stress memory
establishment
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Plants can make memory once they experience high temperature, and that
memory allows them to cope with similar stress more efficiently. It is difficult to study chromatin
dynamics and epigenetic regulation during establishment of the memory due to technical challenges.
In this study, | introduced a live imaging method for observing post-translational modification in
Arabidopsis thaliana, and attempted to elucidate the transcription regulation mechanism from the
perspective of chromatin structure. I developed a live imaging method to monitor the transcription
activity focusing on dynamics of RNA polymerase Il, and I have submitted the results to several
journals. In addition, NGS analysis suggested that post-translational modifications of RNA
polymerase Il are involved in the regulation of in the rapid heat stress response. I will continue
to investigate the transcription regulation mechanism, with a specific focus on the nuclear dynamics

of RNA polymerase I1.
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