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Elucidation of the developmental system contributing to the conservation of
blastomere fate in spiralian development
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To elucidate the molecular developmental system responsible for the
conservation of blastomere fate in spiralian development, we performed comparative transcriptome
analysis of mollusks, annelids, and platyhelminthes, and functional analysis of transcription
factors which are expressed in early cleavage stage. Among mollusks and annelids, the repertoire and

expression pattern of transcription factors expressed zygotically during cleavage were not highly
conserved. Also, in flatworms, we could not find transcription factors that are expressed in
specific blastomeres at cleavage stage in common with other animal phyla. Furthermore, we identified

novel transcription factors involved in blastomere fate specification in mollusks, but their
presence/expression was not always common among the three phyla. These findings imply the
diversification of blastomere fate specification mechanisms within spiralian animals.
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