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Analysis of an allosteric type protein interaction inhibitor against histone
deacetylase
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We analyzed a new compound that inhibits HDACs through induced-fit action
(allosteric effect). We hypothesized that the structural change of HDAC due to the induced-fit
effect of the new compound inhibits the interaction between HDAC and transcription factors,
affecting not only HDAC activity but also transcription factors, and as a result, the inhibitor
becomes more potent. We identified a transcription factor whose interaction with HDAC is inhibited
by this new compound, and revealed that inhibition of interaction between HDAC and this factor
affects the expression of genes that control the initiation of apoptosis and autophagy-
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