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Exploration of nucleic acid drugs inhibiting tau dendritic spine accumulation
caused by the novel splice variant of KANSL1 mRNA
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In this study, we aimed to discover nucleic acid drugs that inhibit the
process of accumulation and aggregation of tau, a causative molecule of Alzheimer’ s disease, in the
dendritic spines of neurons. It was revealed that the novel splice variant of KANSL1 mRNA, which is
complementary to tau mRNA, interacts with it, leading to the activation of tau mRNA translation.
Furthermore, we were able to identify nucleic acid pharmaceuticals that inhibit this interaction.
These findings were reported at the 43rd, 44th, 45th, and 46th Annual Meetings of the Molecular
Eiology Society of Japan and the 143rd and 144th Annual Meetings of the Pharmaceutical Society of
apan.
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