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Genomic and pathological analysis towards classification of solid-type poorly
differentiated gastric carcinoma
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Solid-tyﬁe poorly differentiated gastric carcinoma (SPGC) accounts for
around 16% of gastric cancers. This research project, supported by Japanese grant KAKENHI, was aimed
to reveal unknown genomic abnormalities and to establish molecular subclassification of SPGC. A
subgroup with increased nodal metastases was highlighted through MLH1/p53-based subclassification.
Expression of several components of the SWI/SNF chromatin remodeling complex were found to be lost
in the tumor area with solid-type morphology, suggesting their contribution to the characteristic
growth pattern of SPGCs.
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