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Visualize gene point mutations from cytological specimens to elucidate the
mechanisms that cause cell atypia
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The purpose of this study was to develop a method for visualizing gene point
mutations in situ using cytological specimens and to analyze morphological changes. Prior to in
situ visualization, | examined whether there were differences in cell morphology and detected genes
depending on the fixation solutions normally used for cell diagnostic materials.As a result,
morphological changes occurred depending on the type of fixative and fixation time, and there was a
tendency for artifacts to occur in the mutated genes detected by next generation sequencing.
We examined the detection of point mutations using the BaseScope and mutaFISH methods, suggesting
that the presence or absence of mutations causes differences in detection signals in case of using
cultured cells.
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