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In this study, we investigated tumor immune microenvironment of anaplastic
large cell lymphoma (ALCL), which is a type of T-cell lymphoma, using gene expression analysis by
nCounter, immunostaining, and single-cell spatial analysis by Phenocycler. The results showed that
CD47 and SIRPa involved in the "Don"t eat me" signal were important for tumor immune
microenvironment of ALCL. CD47 was expressed in ALCL tumor cells, and many SIRPa -positive stromal
cells were found in the surrounding area. In conclusion, it was suggested that the immune escape

mechanism by the interaction between CD47 and SIRPa may be working in ALCL.
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