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Analysis of the mechanism of gastric inflammation induced by small RNAs of H.
pylori.
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Helicobacter pylori (H. pylori) infection is known to be involved in the
development of gastrointestinal diseases such as gastritis, gastric ulcer, gastric cancer, and MALT
lymphoma. In this study, we found that sRNA-X and sRNA-Z possessed by H. pylori are involved in the
development of gastritis. Furthermore, we found that the expression levels of sRNA-X correlated with

clinical findings based on the results of experiments using clinical isolates of H. pylori. These
results indicate that the pathogenic sRNAs possessed by H. pylori contribute to gastritis caused by
H. pylori.
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