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Functional characterization of MAFB gene associated with TB onset
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MAFB is a promisin? candidate gene associated with tuberculosis onset.
Previously, we demonstrated that MAFB regulates interferon response in Mycobacteria tuberculosis
(Mtb)-infected macrophages. Since MAFB is a transcription factor, in this study, we performed
ChlPmetation and identified immune response controlled by genes that are directly associated with
MAFB. Furthermore, we showed that Mafb protects host from Mtb infection by regulating interferon
response in Mtb-infected mice. With detailed research, our finding will help identify potential
biomarkers to predict disease onset or support vaccination development.
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Transcription factor MAFB controls type I and Il interferon response-mediated host immunity in
Mycobacterium tuberculosis-infected macrophages
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