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Mechanism of Tuberculosis Granuloma Formation with Caseous Necrosis Revealed in
Genome-Edited Mice.
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The Super susceptible tuberculosis 1 (Sstl% locus, including SP110 and SP140
gene, is associated with the formation of tuberculosis (TB) granuloma with caseous necrosis in

Mycobacterium tuberculosis (M. tuberculosis) -infected C3HeB/FeJ mice. However, the function of the

SP110 and SP140 genes in human TB is not yet understood. In this study, we analyzed the function of

SP110 and SP140 genes in M. tuberculosis-infected human macrophages. The resistance to M.

tuberculosis was activated in the SP140 gene knockdown macrophages. In RNA sequencing, the type 1/11
IFN associated gene expression were downregulated in the SP140 gene knockdown macrophages.
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