2020 2021

derived from patients with rheumatoid arthritis

Tsuchiya, Haruka

Exploratory research on novel therapeutic targets using synovial fibroblasts

3,200,000
RA SFs in vitro
MTF-1 SFs IL-6 CCL5
collagen-induced arthritis: CIA in vivo
MTF-1 MTF-1 SFs
MTF-1 SFs in vitro in vivo SFs

SFs

We performed in vitro analysis using primary synovial fibroblasts (SFs)
derived from patients with rheumatoid arthritis (RA), and revealed that the MTF-1 inhibitor
suppresses the expression of inflammatory mediators (i.e., IL-6, CCL5) from activated SFs. In
addition, an in vivo analysis using the collagen-induced arthritis (CIA) model demonstrated that the

MTF-1 inhibitor had the effect of suppressing the progression of arthritis. These results suggest

that inhibition of MTF-1 activity could regulate arthritis by modifying the production of

inflammatory mediators derived from SFs.
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