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Elucidation of the molecular mechanism required for the acquisition of growth
advantage in CIN cancer cell
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The mechanisms underlying how environmentally adapted cells are selected
from a genetically diverse cancer cell population caused by chromosomal instability are unknown. In
this study, we analyzed the proliferation process, chromosome copy number and gene expression of
cancer cells with different frequencies of chromosomal instability. It was found that chromosomal
instability helps the generation of cells, which have activation of the KRAS pathway and clearance
of unfolded protein. It has been suggested that these cells may play a role in supporting the growth

advantage of CIN cancer cells.
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