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Elucidation of the combination effects of HDAC inhibitors and IMiDs
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Combined usa?e of immunomodulatory drugs (IMiDs) and histone deacetylase

(HDAC) inhibitors provides beneficia

therapeutic effects in multiple myeloma, but the specific

molecular mechanisms underlying the combination of these drugs remain unclear. In this study, we
focused on KEY, an IMiDs-specific CRLACRBN degradation substrate and an essential factor for
multiple myeloma survival, that is further reduced by the addition of HDAC inhibitors, and
identified HDACs and their downstream molecular pathways involved in KEY reduction.
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