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Establishing new detection procedure and elucidation of clinical significance in
lung carcinoma with low-frequency EGFR T790M mutation
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We investigated low-frequency T790M mutation about 210 EGFR-mutated lung
cancer patients untreated by EGFR-TKI. The incidence of T790M mutation was analyzed using CAST-PCR
which can detect low-frequency T790M mutation. T790M mutations were detected in 66(31.4%) of the 210

cases. There were no significant difference about 0S and RFS according to the T790M mutation
status. It was shown that low-frequency pretreatment T790M mutation dose not affect the prognosis of
EGFR-mutated lung cancer patients.
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Tablel 20 CAST-PCR digital PCR T790M
) T790M mutation
Case EGFR mutation
“unber status CAST-PCR Digital PCR
% mutation Assessment % mutation Assessment
1 L858R 0.17 positive 0.02 negative
2 L858R 0.32 positive 0.06 positive
3 deletion 0.21 positive 0.03 negative
4 L858R 0.26 positive 0.01 negative
5 L858R 0.15 positive 0 negative
6 L861Q 0.23 positive 0.03 positive
7 deletion 0 negative 0 negative
8 L858R 0 negative 0.02 positive
9 deletion 0 negative 0 negative
10 L858R 0.15 positive 0.02 positive
11 L858R 0 negative 0.01 negative
12 G719S 0.21 positive 0.01 negative
13 L861Q 0.71 positive 0 negative
14 L858R 0.61 positive 0.29 positive
15 deletion 0.21 positive 0.01 positive
16 L861Q 0 negative 0.05 negative
17 deletion 0.26 positive 0 negative
18 deletion 0.4 positive 0.02 negative



19 G719R /insertion 0.13 positive 0.06 positive
20 L858R 2.65 positive 4.22 positive
EGFR-TKI T790M EGFR-TKI
1.210 (Table 2)
Table 2
Factor Value Q)
Age(years) 38-82
Average 67
Median 69
Sex
Male 79 38
Female 131 62
Pathological stage
167 79.5
A 7 3.3
B 9 4.3
A 21 10
B 4 1.9
2 0.9
EGFR mutation status
deletion 91 43.3
L858R 83 39.5
Exon20 insertion 10 4.8
G719 8 3.8
L861Q 6 2.9
L858R /Exonl9 deletion 3 1.4
L858R / T790M 1 0.5
other 8 3.8
67 131
167 79.5 v 0.9

EGFR mutation status
L858R/Exon19 deletion 3 1.4
11. EGFR-TKI T790M

T790M
p=0.984

Exonl19 deletion 91 43.3%
1 L858R+T790M

L858R 83 39.5

p=0.828 (Figure 1)
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