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Cancer cells in the tumor microenvironment, characterized by hypoxia, low
pH, and low nutrient conditions, undergo metabolic alterations that highly rely on the glycolytic
pathway to acquire the energy necessary for proliferation and survival. Recent cancer metabolism
studies have reported the complicated process of metabolic pathway alteration. However, few reports
still exist on the molecular mechanism for cancer cells under nutrient deprivation. In this study,
we found Transketolase-like 1 (TKTL1), whose expression significantly increases in an amino
acid-deprived condition, and investigated its genetic function elucidation and potential as a
molecular target in cancer treatment. As a result, TKTL1 was shown to potentially facilitate the
proliferation of cancer cells in an amino acid-deprived environment. TKTL1 was suggested to be an
attractive target for anti-cancer drug development.
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Elucidation of the function of cancer metabolism genes highly expressed in human pancreatic cancer
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Elucidation of cancer metabolic reprogramming in nutrient deprivation.
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