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Development of a novel diagnostic method using DNA methylation biomarker in
peritoneal lavage fluid of gastric cancer
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In this study, methylation-specific droplet digital PCR (dd-MSP) using a
cancer-specific DNA marker (CDO1) originally developed by our laboratory was carried out on a
microscopic cancer cell in peritoneal lavage fluid from 400 gastric cancers. The purpose of this
study was to calculate the sensitivity and specificity of the dd-MSP method. Additionally, we
clarified the relationship between the detected microscopic cancer cells and prognosis. Results from
the dd-MSP method exhibited a sensitivity of 83.9%, a specificity of 90.9%, and an AUC of 0.93 for
the detection of microscopic cancer cells within peritoneal lavage fluid of gastric cancer. In terms
of prognostic evaluation, it was revealed that a detection of a microscopic cancer cells by means
of the dd-MSP method serves as a prognostic factor.
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