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An integrative epigenomic approach identifies ELF3 as an oncogenic regulator in
ASCL1-positive neuroendocrine carcinoma
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Using 3 ELF3 high-expression cell lines, we conducted open chromatin
analysis by ATAC-seq and comprehensive histone modification analysis by CUT&Tag. We discovered that
ELF3 functions as a super-enhancer-associated transcription factor in ASCL1-type small cell lung
cancer (SCLC). Furthermore, we performed CUT&Tag using anti-ELF3 antibody and KD-RNA-seq using SiRNA

to list the target genes of ELF3. Pathway analysis of the ELF3-target genes suggested their
involvement in cell survival and the cell cycle, which was confirmed by cell proliferation assays
and cell cycle analysis using SiRNA.
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