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In this study, we aimed to search for RNA sequences which inhibits LLPS of
FUS, a causative gene for ALS. We found that 20nt RNA, derived from IncRNA, efficiently the
inhibited the formation of FUS droplets and gels, and m6A modification enhanced the effect
dramatically. This effect was observed in many cell lines, the RNA itself did not have cytotoxicity.

In conclusion, we were able to determine the RNA sequence which is very probable for the seed
sequence for targeting ALS caused by FUS.
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