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Comprehensive elucidation of a new monocyte subtype with high expression of
insulin resistance-inducing factor, resistin.
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3,200,000

We conducted gene expression and functional analysis of resistin in
monocyte-macrophage subtypes. At the current stage, there is acknowledgment of potential technical
errors in flow cytometry, thus comprehensive functional integration analysis remains a challenge.
However, we have progressed in collecting samples from the general population and have established
the infrastructure for sample collection from type 2 diabetes patients and glucose-tolerant
volunteers. Utilizing samples from glucose-tolerant volunteers, we have acquired the techniques for
classifying monocyte subtypes. Moving forward, we believe this will aid in elucidating the
mechanisms of genetic and environmental interactions centered around resistin.
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