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Subjects with schizophrenia (SZ) have lower expression levels of KCNS3, the
gene encoding voltage-gated potassium channel subunit selectively expressed in the subset of
cortical GABA neurons that express parvalbumin (PV), compared with unaffected comparison subjects.
As voltage-gated potassium channels affect neuronal excitability, we hypothesized that the deficits
in KCNS3 expression contribute to lower expression levels of neural activity-dependent genes, such
as EGR1, EGR2, BDNF, NPTX2 and PVALB, in the cerebral cortex of SZ subjects. To test this
hypothesis, we evaluated the expression of Egrl, Egr2, Bdnf, Nptx2, and Pvalb by real-time PCR in
the cortex of mice with genetically introduced lower Kcns3 expression in PV neurons. However, none
of these genes exhibited a significantly altered expression in these mice, indicating that lower
KCNS3 expression in PV neurons does not affect activity levels of cortical circuitries in

schizophrenia.
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