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Development of innovative diagnostic and therapeutic methods for esophageal
squamous cell carcinoma focusing on genomic abnormalities

Akizue, Naoki
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The study cohort included 19 patients with ESCC. We used an EC panel to
identify target sequences for squamous cell carcinoma (SCC), background mucosa (BM), and RM,
respectively, after ER of ESCC.

Results: We identified 77 mutations of 32 genes in SCC, 133 mutations of 34 genes in BM, and 100
mutations of 29 genes in RM. Putative driver mutations were identified in 20 mutations in 14 cases
in SCC, 16 mutations in 10 cases in BM, and 7 mutations in 11 cases in RM. The rate of putative
driver mutations to total mutations was significantly lower in RM (26% in SCC vs. 12% in BM vs. 7%
in RM, p = 0.009). Additionally, the rate of cases with TP53 putative driver mutations was
significantly lower in RM (63% in SCC vs. 37% in BM vs. 16% in RM, p = 0.011). The percentage of
putative driver mutations and percentage of cases with a putative driver of TP53 were significantly

lower in RM.
Conclusion: Esophageal RM after ER of ESCC could have a lower risk of carcinogenesis.
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