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A mechanism and novel targeted therapy for EPPK1 in non-small cell lung cancer
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EPPK1 expression is associated with smoking and poor prognosis in
early-stage lung cancer. We used CRISPR-Cas9 to knockout of EPPK1 and observed that cancer cells
underwent a transition from a mesenchymal to epithelial state, leading to decreased cell
proliferation and invasion. Furthermore, RNA seq showed that the knockout of EPPK1 caused the
downregulation of 11 oncogenes, and the upregulation of 8 tumor suppressor genes. We also observed
downregulation of MYC and upregulation of p53 expressions at both the protein and RNA levels after
the knockout of EPPK1. Similarly, gene ontology enrichment analysis of molecular function revealed
that EPPK1 mRNA was associated with the function of the regulation of mesenchymal cell
proliferation, mesenchymal differentiation, and cell growth. Our findings suggest that EPPK1 is
associated with smoking and plays a role in regulating cancer progression and tumorigenesis.
Therefore, EPPK1 is a potential therapeutic target for lung adenocarcinoma.
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