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Strategies to innovate novel microbiome-based therapies for inherited
keratinization disorders
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We analysed a variety of methods to extract DNA from the microbiota on the
skin, and performed the extraction using the most efficient method. 16S rRNA analysis was performed
on the collected DNA through MiSeq, to determine the microbiomic status of each case. By
investigating the genetic information of microbiota as a whole, we were able to understand the
differences and characteristics associated with disease and clinical symptoms. Although we were able

to perform 16S rRNA analysis from samples from a wide range of diseases, unfortunately we were
unable to collect an adequate number of samples for each disease, and hence it was difficult to come
to an overall conclusion. We aim to continue to collect samples and analyse data to compare the
microbiota between cases of the same disease, and also between different diseases.
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