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Development of therapeutic strategies for angiosarcoma of the scalp and face
based on genome-wide analysis of tumor somatic mutation pattern
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In this study, we attempted tumor driver mutation identification, tumor
mutation burden quantification, and mutational signature analysis based on exome analysis of head
angiosarcoma tissue samples. The frequency of C>T substitutions was extremely high in 8 cases, and a

strong bias was observed. This was considered to be an artifact that occurred during the
preparation or storage of the formalin fixed paraffin embedded tissue samples, and these 8 cases
were deemed unsuitable for analysis. As an alternative analysis method, we decided to focus on
specific cancer-related genes using cancer panel sequencing. Currently, sequencing of 8 cancer panel
samples has already been completed. The analysis is currently underway with the particular goal of
identifying tumor driver mutations.
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