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Analysis of a Novel Gene Essential for Hematopoiesis
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We identified a novel gene essential for hematopoietic development by
screening with our in-house bank of homozygous mutant embryonic stem cells. We generated the
conditional knockout (cKO) mice to understand the specific roles of this gene in the hematopoietic
system. They became anemic after E14.5, and died before birth. We then analyzed the E14.5 liver of
the cKO fetuses. Flow cytometric analysis revealed that the number of erythroblasts was
significantly decreased in the cKO livers. The methylcellulose assay revealed that this
gene-deficient LSK cells produced fewer and smaller colonies compared with control cells. We found
that this gene is involved in hematopoietic differentiation in HSCs via aberrant RNA splicing.
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