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Identification of novel prognostic factors genome-wide DNA methylation analysis
in pediatric acute myeloid leukemia.

Yamato, Genki
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Although the long-term survival rate of pediatric acute myeloid leukemia

(AML) has increased to 60-70% with stratified therapy based on molecular abnormalities and response
to therapy, the prognosis is still not good. Recently, DNA methylation has begun to attract
attention as a new biomarker for AML. To clarify the relationship between DNA methylation patterns
and clinical presentation, molecular biological background, and prognosis in pediatric AML, we
performed DNA methylation analysis on 64 patients enrolled in the AML-05 clinical trial.

We found a strong correlation between DNA methylation patterns and molecular background, and
identified a group of patients characterized by high DNA methylation patterns as having a
particularly poor prognosis.
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