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Development of nucleic acid medicine for lung fibrosis using DDS directing to
immune cells

Takeda, Takashi
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Idiopathic pulmonary fibrosis is a condition in which lung becomes scarred
and breathing becomes gradually difficult. Its prognosis is poor and specified as an intractable
disease. One of the mechanisms is attributed to tissue fibrosis caused by sustained inflammation in
which dendritic cells play a primitive role as a control tower initiating inflammatory cascade. In
this study we produced the lung fibrosis model in mice by administration of bleomycin and collected
tissue dendritic cells in the fibrotic lesion of lung by a flow cytometer. RNA sequencing revealed
many changes in mRNA and microRNA in dendritic cells of lung fibrosis as compared to those in normal

control lung. Among them, increase were mRNA levels of CD80 and CD86 which are supposed to play a
role to cause inflammation and lead to lung fibrosis. Among altered microRNA, two were found to be
at low level in dendritic cells of lung fibrosis and they suppressed CD80 and CD86 levels in mouse
macrophage cells.
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