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Elucidation of the mechanism of interferon alpha overproduction in systemic
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IFNa (Interferon a ) is the most important cytokine in the pathology of
systemic lupus erythematosus (SLE). We have found for the first time that SLE-monocytes produced
IFNa by the intracellular nucleic acid receptor cyclic GMP-AMP synthase (cGAS) -stimulator of
interferon genes (STING) pathway.

Therefore, we analyzed the RNA sequence by using IFNa -producing monocytes of SLE patients
stimulated with the STING pathway. As a result, it was found that the expression of the GATA4 gene
involved in cell aging was enhanced in SLE-monocytes.
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