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Infection research targeting experimental evolution bacteria by host interaction
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Recentlﬁ, formerly harmless or low-pathogenic bacteria have presented
problems as they acquire high pathogenicity and develop drug resistance through the process of
adaptation to various environmental stresses. Acinetobacter baumannii, characterized by its
remarkable adaptability and drug resistance, has emerged as a prominent causative bacterium of
nosocomial infections. This study aimed to investigate the inherent pathogenicity of A. baumannii,
we focused on the environmental adaptability of this bacteria and establish environmentally adapted
strains using in vivo/vitro experimental evolution approaches. By experimentally generating strains
exhibiting strong adherence to tracheal intubation tubes of artificial respirators and conducted
comprehensive analyses its virulence. We elucidated the changes in essential pili responsible for
bacterial adhesion and the crucial alterations in amino acid metabolism for growth and survival in
host environment.
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