2020 2021

GAD T 1

Development of treatment targeting GAD autoreactive T cell in Japanese patients
with type 1 diabetes
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In this study, single-cell VDJ sequencing, we tried to identify the TCR
sequences
of autoreactive T cells characteristic of Japanese type 1 diabetes mellitus (T1DM) and to clarify
the pairing of TCR of peripheral blood mononuclear cells from patients with T1DM enrolled in our
diabetic cohort study. And then, we performed ex vivo cytokine assay using overlappeptide of
pancreatic islet antigen. The reaction of T cells from patients with T1DM was compared. Peripheral
T cells from Japanese T1DM were activated by overlappeptide of pancreatic islet antigen.
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