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Exploring therapeutic targets for hyperthyroidism using TSH-overexpressing mouse

Yamauchi, Ichiro
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To explore new therapeutic targets for hyperth¥roidism, we analyzed model
mice of hyperthyroidism that we recently generated. Specifically, model mice were treated with
thiamazole, an antithyroid drug. We collected their thyroid glands and performed transcriptome
analyses using RNA-seq. As a result, thiamazole changed expressions of few genes, which suggested
that actions of thiamazole were mainly mediated by inhibition of thyroperoxidase activity as shown
in previous reports. Meanwhile, comparisons between control mice and model mice provided
valuable data contributing on understanding pathophysiology of hyperthyroidism.
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