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Identification of responsible genes of dissemination of gastric canncer using
induced cancer stem-like cells
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We induced cancer stem-like sphere cells (CSLCs) from a human gastric
cancer cell line, MKN45, using unique CSLC induction medium and examined the expression of cancer
stem cell marker (CD44v), peritoneal dissemination, anticancer drug resistance, and gene expression
profile. The results showed that CSLCs with elevated expression of cancer stem cell marker CD44v
were induced from human gastric cancer cell line MKN45, and these CSLCs showed increased frequency
of peritoneal dissemination and resistance to anti-cancer drugs (5-fluorouracil and irinotecan).
Furthermore, similar to the previously reported liver-CSLCs, the CSLCs showed enriched gene sets
related to epithelial-mesenchymal transition and hypoxia, as well as increased expression of HLA and

MICA/B, which are involved in escape from the innate immune system.
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Medium: NSF-1, EGF, bFGF, LIF, NAC without serum

1. Cancer stem-like cells
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6. Gene set enrichment analysis

Enrichment plot: HALLMARK_HYPOXIA
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