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Exploring the association between heat/exertion intolerance and ryanodine
receptor variants
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Heat and exertion intolerances, such as exertional heat stroke (EHS) and
exercise-induced rhabdomyolysis, and malignant hyperthermia (MH), have different triggers but
exhibit very similar clinical manifestations, suggesting a possible correlation.

Following approval by the Genetic Ethics Committee, blood samples were collected from patients who
presented to the hospital with heat stroke. The purpose, significance, and use of the donated blood
were explained in a written document, and written consent was obtained. DNA was extracted from the
blood samples and analyzed for RYR1 gene variants; five RYR1 variants were identified in seven
patients. Additionally, one gene variant for the capsaicin receptor TRPV1, a temperature-sensitive
TRP channel, was found.
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