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Can the tumor metabolic reprogramming be a novel therapeutic means for malignant
meninigomas ?
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In this study, we performed metabolome and transcriptome analyses for
meningothelial, atypical and anaplastic meningiomas. As a result of our research, WHO grade 2 (G2)
meningioma included a molecular-biologically different subgroup (G2m group). G2m group were similar
to WHO grade 1, meningothelial meningioma in the metabolites and the gene expression. They, however,

had an upregulated change in metabolic pathway like a malignant tumor, which was so-called
glutaminolysis. Finally, we proved the hypothesis that the metabolic pathway could change along with
malignant change in meningiomas.
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