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CctDNA-Liquid Biopsy

Here, we show the usefulness of liquid biopsy in uterine endometrial cancer.
In this study, we examined the MLH1-high methylation in ctDNA-liquid biopsy from uterine
endometrial cancer patients. We established high accuracy degree of the MLH1-high methylation in
ctDNA-liquid biopsy. These findings suggest that the characterization of the genetic profiles of
independent tumors using liquid biopsy may lead to the development of novel personalized treatment
strategies in uterine endometrial cancer.
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