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Analysis of TCR modification and tumor microenvironment associated with
radiation therapy for cervical cancer and development of new treatment
modalities
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The standard therapy for locally advanced cervical cancer is chemoradiation.

Radiation therapy induces changes associated with the induction of inflammatory cytokines as well
as cellular injury. Therefore, it is important to consider local and systemic immunity in predicting
the therapeutic effect of radiotherapy. In this study, we aimed to predict the therapeutic effect
of radiotherapy for cervical cancer by focusing on inflammation and immune response. We used machine
learning to predict prognosis based on clinicopathological features, MRI images, and blood data
from 262 patients who had undergone radiation therapy for cervical cancer. As a result, tumor
diameter, SCC value, and histological type were extracted as prognostic predictors. Focusing on
inflammation and immune markers, neutrophil count was found to be an important prognostic factor.
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