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Elucidation of actionable genomic alterations of gastric-type cervical
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We designed this cohort to elucidate the profile of genomic alterations in
cervical gastric-type adenocarcinoma and to elucidate the mechanism of carcinogenesis.Fourteen cases
of gastric-type adenocarcinoma of the cervix surgically resected at four Jikei University Hospitals
from 2015 to May 2020 were included in the study. Pathology slides of the 14 cases were reviewed to
confirm tumor histology, and DNA was extracted separately from tumor tissue and normal tissue from
formalin-fixed paraffin-embedded tissue from each case separately.
Whole exome sequencing was performed to scrutinize the variants detected. The Tumor Mutation Burden
was considered to be moderate in all cancer types, indicating the coexistence and mutual exclusivity
of genomic alterations. Candidate genes that may contribute to carcinogenesis were also identified,
and three mutational signatures were identified.
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