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Elucidation of the pathogenesis of pregnancy-related complications by
m6A-modification analysis of human placenta via TGFb-SMAD

Taniguchi, Kosuke
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The expression of messenger RNA (mRNA), one of the blueprints of proteins
that make up living organisms, is skillfully fine-tuned by undergoing many modifications. This study
comprehensively analyzed placental cells® most essential post-transcriptional modification, m6A
modification. As a result of examining various cells, when trophoblast stem cells were
differentiated into extravillous cytotrophoblast (EVT) and syncytiotrophoblast (ST), there was no
change in the amount of m6A in EVT. Still, there was a significant change in ST. The m6A-associated

gene was also significantly altered. These findings suggest that m6A modification is essential in
differentiating human placental cells.
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