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Comprehensive analysis of common gene mutations in head and neck esophageal
duplication carcinoma
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Hypopharyngeal and esthageal cancers are caused by alcohol consumption and
smoking, and are prone to overlap with each other. Many Japanese people are weak in ALDH, an enzyme
that breaks down acetaldehyde, and have a particularly high incidence of these diseases. Therefore,
we hypothesized that both carcinomas might share a common genetic mutation. As a result, several
gene mutations that are likely to be caused by alcohol consumption and smoking were found in both
carcinomas, but no commonality of mutations was found between pharyngeal cancer and esophageal
cancer in the same person.
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