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Exploring the origin of crop pathogens - host-specific toxin producing
Alternaria pathogens as the case study
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In the agroecosystem, it is often experienced that new diseases occur
within several years after introduction of new crop species and cultivars. Because new diseases
occur at an early timing, it is thought that the pathogen did not arise by mutation after the
initiation of cultivation, but has been already inhabited as a potential pathogen of wild plants.

In this study, we searched for susceptible plants other than host crops of Alternaria pathogens
that produce host-specific toxins and succeeded in identifying them. The identified plants included
native wild plants, demonstrating that the wild plants have been responsible for the emergence of
crop diseases as initial carriers and potential hosts of the pathogens.
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