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Fragmented and primer ligated dsRNA sequencing (FLDS) is a sequencing method

applicable to long double-stranded RNA (dsRNA) that enables the complete genome sequencing of both
double- and single-stranded RNA viruses, and were developed by our research team. In this project,
we developed FLDS ver.3 which allowed successful cDNA synthesis and amplification from 10 pg of
dsRNA, and the updated method were applied in diverse biological samples. In this novel, method, we
successfully obtained complete genome sequences from diverse pathogenic viruses, and information of
nucleotide polymorphism across the genome segments including terminal regions. In addition, we have
contributed a development of RdRp identification system using Hidden Markov Model, and examined a
transformation of host phenotype using RNA virus genes.
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