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Accelerated adaptive bacterial evolution by ribosome engineering

Miyazaki, kentaro
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With the goal of developin? technologies for accelerated environmental
adaptation of organisms, we focused on "how to utilize genomes". Specifically, by modifying the
ribosome (especially 16S rRNA) of the thermophilic bacterium Thermus thermophilus, they obtained a
mutant strain that can grow at low temperatures where wild strains cannot. 16S rRNA is a highly
conservative molecule and is considered the identity of a species. However, the artificial
modification of 16S rRNA is thought to have achieved evolution by a mechanism completely different
from the conventional evolution based on the accumulation of genomic point mutations.
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