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Construction of a Planarian Total RNA Atlas by using a novel single-cell total
RNA sequencing technology
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The complete molecular control mechanism of the pluripotent stem cells that
govern the regenerative ability of planarians is not yet fully understood. In particular, the
analysis of non-poly-A RNAs, including noncoding RNAs, remains unresolved. Therefore, in this study,

we aimed to elucidate the gene regulatory network of non-poly-A long noncoding RNAs involved in
the maintenance and differentiation mechanism of pluripotent stem cells and to construct a total RNA
atlas of planarians.
We succeeded in developing a novel single-cell full-length stranded total RNA-seq method,
Shin-RamDA-seq, which was more sensitive than any existing method. By analyzing planarian cells
usin? the Shin-RamDA-seq method, we successfully detected novel transcripts specifically expressed
in pluripotent stem cells at single-cell resolution.
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Development of a single-cell full-length total RNA sequencing for non-model organisms.
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